subgroups. This allowed for good class separability with a small set of intuitively meaningful features. These subgroup categories have been indicated in Table  I . Table  II It was computed as the ratio of the eigenvalues of the pixel distribution of the isolated cell. The target cell feature was a measure of the gray level distribution at the center of the cell. This feature was calculated from traces along the major and minor eigenvectors of the pixel distribution. Figure  2 illustrates this. Two derived "scan lines" are indicated, one for each trace, and their corresponding gray levels. The scan values were smoothed to three peaks, and the gray levels A, B and C and D, E and F at the peaks were used to compute the target cell feature (TRGT):
This resulted in a high value for target cells and a low value for other cell types. The use of two "scan lines" allowed for the detection of targeting which was not in the center of the cell. a The number of descriptive classes or subpopulations varies from specimen to specimen. b Data not available, but could be part of a red cell differential result.
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